Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.003 Å; R factor = 0.046; wR factor = 0.127; data-to-parameter ratio = 10.9.
In the title molecule, C 13 H 8 N 4 O 7 , the amide fragment has an anti configuration. The mean planes of the two benzene rings form a dihedral angle of 7.78 (4) . The mean planes of the three nitro groups are twisted by 6.82 (3), 5.01 (4) and 18.94 (7) with respect to the benzene rings to which they are attached. In the crystal, molecules are linked by weak intermolecular N-HÁ Á ÁO hydrogen bonds into chains along [100] .
Related literature
For background to the biological activity of N-substituted benzamides and their use in synthesis, see: Saeed et al. (2010) . For related structures, see: Raza et al. (2010) ; Gowda et al. (2003) . For standard bond-length data, see: Allen et al. (1987) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Symmetry code: (i) x þ 1; y; z.
Data collection: SMART (Bruker, 2007); cell refinement: SAINT (Bruker, 2007); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008) and PLATON (Spek, 2009); software used to prepare material for publication: SHELXTL. metric unit are trans to each other and similar to those observed in 2-Hydroxy-N-(3-nitrophenyl)benzamide (Raza et al. 2010 ) and 2-chloro-N-(phenyl)-benzamide (NP2CBA) (Gowda et al., 2003) . The mean planes of the two benzene rings form a dihedral angle of 7.78 (4)°. The mean planes of the three nitro groups are twisted by 6.82 (3)°, 5.01 (4)° and 18.94 (7)° with respect to the benzene rings to which they are attached. In the crystal structure, molecules are linked by weak intermolecular N-H···O hydrogen bonds in chains along [100] (see Fig. 2 ).
Experimental 3,5-Dinitrobenzoyl chloride (1.15 g, 5 mmol) dissolved in tetrahydrofuran (10 ml) was added to 4-nitroaniline (0.69 g, 5 mmol) dissolved in tetrahydrofuran (5 ml), the reaction mixture was refluxed for 2 h, then cooled to ambient temperature and filtered to remove the tetrahydrofuran. The precipitate was dissolved in methanol/tetrahydrofuran/ethyl acetate (1:1:1) and the solution was allowed to stand for a few days at ambient temperature, after which time colorless plates of the title compound suitable for X-ray diffraction were obtaind.
Refinement
H atoms were placed in idealized positions and allowed to ride on theirrespective parent atoms, with C-H = 0.93Å, N-H = 0.86Å and with U iso (H) = 1.2U eq (C,N). Fig. 1 . The molecular structure of (I), displacement ellipsoids are drawn at the 30% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
